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ang_ang_plot ang_ang_plot

Description

angle-angle plot

Usage

ang_ang_plot(ang1, ang2)

Arguments

ang1 Hip angle vector.

ang2 Knee angle vector.

Value

A angle_angle figure.

Examples

v1 <- sample$hip
v2 <- sample$knee
v3 <- sample$ankle
ang_ang_plot(v1, v2)
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area Area of cyclogram

Description

The cyclogram area is representative of the conjoint range of joint movements

Usage

area(ang1, ang2, len)

Arguments

ang1 Any body segment joint angle vector.

ang2 Another body segment joint angle vector.

len Length of the input vector

Details

area of cyclogram

Value

A numeric value of the area of cyclogram.

Examples

data(sample)
v1 <- sample$hip
v2 <- sample$knee
len <- length(v1)
area(v1, v2, len)

CAV CAV

Description

CAV plot

Usage

CAV(df)

Arguments

df hip, ankle, knee dataframe
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Value

A variability plot

Examples

data(sample)
v1 <- sample$hip
v2 <- sample$knee
v3 <- sample$ankle
df <- sample
CAV(df)
ts.plot(CAV(df))

perimeter perimeter of the cyclogram

Description

The cyclogram perimeter provides information on the average joint velocity

Usage

perimeter(ang1, ang2, len)

Arguments

ang1 Any body segment joint angle vector.

ang2 Another body segment joint angle vector.

len Length of the input vector

Details

perimeter of the cyclogram

Value

A numeric value of the perimeter of cyclogram.

Examples

data(sample)
v1 <- sample$hip
v2 <- sample$knee
len <- length(v1)
perimeter(v1, v2, len)
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phase_angle phase_angle

Description

waited to read the paper

Usage

phase_angle(ang1, ang2)

Arguments

ang1 Any body segment joint angle vector.

ang2 Another body segment joint angle vector.

Details

coupling angle plot

Value

A phase_angle figure.

Examples

data(sample)
v1 <- sample$hip
v2 <- sample$knee
v3 <- sample$ankle
phase_angle(v1, v2)

phase_ratio phase_ratio

Description

phase-ratio statistics

Usage

phase_ratio(pa)

Arguments

pa phase-angle vector.
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Value

A phase-ratio dataframe.

Examples

data(sample)
v1 <- sample$hip
v2 <- sample$knee
v3 <- sample$ankle
pa <- phase_angle(v1, v2)
phase_ratio(pa)

sample sample dataset

Description

sample dataset

Usage

data(sample)

Format

An object of class "data.frame"

knee time series data recoding knee joint angles

hip time series data recoding hip joint angles

ankle time series data recoding ankle joint angles

Examples

data(sample)
head(sample)
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